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3 <110> APPLICANT: Bacher, Adalbert t-IM I I— 

4 Mortl, Simone 

6 <120> TITLE OF INVENTION: METHOD FOR SCREENING FOR INHIBITORS OF THE BIOSYNTHESIS OF 
RIBOFLAVIN 

8 <130> FILE REFERENCE: 9286-9 
10 <140> CURRENT APPLICATION NUMBER: US 10/070,144 
C--> 11 <141> CURRENT FILING DATE: 2002-07-12 

13 <150> PRIOR APPLICATION NUMBER: DE 199 42 175.7 

14 <151> PRIOR FILING DATE: 1999-09-03 
16 <160> NUMBER OP SEQ ID NOS: 12 

18 <170> SOFTWARE: Patentin version 3.1 

20 <210> SEQ ID NO: 1 

21 <211> LENGTH: 34 

22 <212> TYPE: DNA 

23 <213> ORGANISM: Artificial sequence 

25 <220> FEATURE: 

26 <223> OTHER INFORMATION: Synthetic oligonucleotide primer 
28^<400> SEQUENCE: 1 

• 25^ggagaa|[;tta accatgaagt cattagcttc gccg 34 

32 <210> SEQ ID NO: 2 

33 <211> LENGTH: 27 - . , ^ 

34 <212> TYPE: DNA - ^ . 

35 <213> ORGANISM: Artificial sequence 

37 <220> FEATURE: >. 

38 <223> OTHER INFORMATION: Synthetic oligonucleotide primer 

40 <400> SEQUENCE: 2 

41 tcatgtggat ccatggaacg agccgag 27 

44 <210> SEQ ID NO: 3 

45 <211> LENGTH: 36 

46 <212> TYPE: DNA 

47 <213> ORGANISM: Artificial sequence 

49 <220> FEATURE: 

50 <223> OTHER INFORMATION: Synthetic oligonucleotide primer 

52 <400> SEQUENCE: 3 

53 caatttgaat tcattaaaga ggagaaatta actatg 36 

56 <210> SEQ ID NO: 4 

57 <211> LENGTH: 37 

58 <212> TYPE: DNA 

59 <213> ORGANISM: Artificial sequence 

61 <220> FEATURE: 

62 <223> OTHER INFORMATION: Synthetic oligonucleotide primer 

64 <400> SEQUENCE: 4 

65 ggagaaatta accatgcatg ttacggggtc tcttatc 37 
68 <210> SEQ ID NO: 5 
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69 <211> LENGTH: 42 

70 <212> TYPE: DNA 

71 <213> ORGANISM: Artificial sequence 

73 <220> FEATURE: 

74 <223> OTHER INFORMATION: Synthetic oligonucleotide primer 

76 <400> SEQUENCE: 5 

77 ataataatag cggccgctat gcatgttacg gggtctctta tc 

80 <210> SEQ ID NO: 6 

81 <211> LENGTH: 699 

82 <212> TYPE: DNA 

83 <213> ORGANISM: Arabidopsis thaliana 

85 <220> FEATURE: 

86 <221> NAME/KEY: CDS 

87 <222> LOCATION: (1)..(681) 

88 <22 3> OTHER INFORMATION: 
91 <400> SEQUENCE: 6 

9-2 atg aag tea tta get teg ccg ccg tgt etc cgc etg ata ccg aeg gca 

93 Met Lys Ser Leu Ala Ser Pro Pro Cys Leu Arg Leu lie Pro Thr Ala 

94 1 5 10 15 

96 eac cgt cag etc aat teg egt eaa tet tee tee gee tgt tat ata cae 

97 His Arg Gin Leu Asn Ser Arg Gin Ser Ser Ser Ala Cys Tyr lie His 

98 20 25 30 

100 ggt ggc tet tet gtg aac aaa tec aat aat etc tea ttc tec tea tee 

101 Gly Gly Ser Ser Val Asn Lys Ser Asn Asn Leu Ser Phe Ser Ser Ser 

102 35 40 45 

104 aca tec gga ttt gcg tea eca eta get gta gag aag gaa tta cgc tet 

105 Thr Ser Gly Phe Ala Ser Pro Leu Ala Val Glu Lys Glu Leu Arg Ser 

106 50 55 60 



108 


tea 


ttc 


gta 


cag 


acg 


get 


get 


gtt 


cgc 


cat 


gtt 


acg 


ggg 


tet 


ctt 


ate 


109 


Ser 


Phe 


Val 


Gin 


Thr 


Ala 


Ala 


Val 


Arg 


His 


Val 


Thr 


Gly 


Ser 


Leu 


He 


110 


65 










70 










75 










80 


112 


aga 


ggc 


gaa 


ggt 


ctt 


aga 


ttc 


gee 


ate 


gtg 


gta 


get 


cgt 


ttc 


aat 


gag 


113 


Arg 


Gly 


Glu 


Gly 


Leu 


Arg 


Phe 


Ala 


He 


Val 


Val 


Ala 


Arg 


Phe 


Asn 


Glu 


114 










85 










90 










95 




116 


gtt 


gtg 


act 


aag 


ttg 


ctt 


ttg 


gaa 


gga 


gcg 


att 


gag 


act 


ttc 


aag 


aag 


117 


Val 


Val 


Thr 


Lys 


Leu 


Leu 


Leu 


Glu 


Gly 


Ala 


He 


Glu 


Thr 


Phe 


Lys 


Lys 


118 








100 










105 










110 






120 


tat 


tea 


gtc 


aga 


gaa 


gaa 


gac 


att 


gaa 


gtt 


att 


tgg 


gtt 


cct 


ggc 


age 


121 


Tyr 


Ser 


Val 


Arg 


Glu 


Glu 


Asp 


He 


Glu 


Val 


He 


Trp 


Val 


Pro 


Gly 


Ser 


122 






115 










120 










125 








124 


ttt 


gaa 


att 


ggt 


gtt 


gtt 


gca 


eaa 


aat 


ctt 


ggg 


aaa 


teg 


gga 


aaa 


ttt 


125 


Phe 


Glu 


He 


Gly 


Val 


Val 


Ala 


Gin 


Asn 


Leu 


Gly 


Lys 


Ser 


Gly 


Lys 


Phe 


126 




130 










135 










140 










128 


cat 


get 


gtt 


tta 


tgt 


ate 


ggc 


get 


gtg 


ata 


aga 


gga 


gat 


acc 


aca 


cat 


129 


His 


Ala 


Val 


Leu 


Cys 


He 


Gly 


Ala 


Val 


He 


Arg 


Gly 


Asp 


Thr 


Thr 


His 


130 


145 










150 










155 










160 


132 


tat 


gat 


get 


gtt 


gee 


aac 


tet 


get 


gcg 


tet 


gga 


gta 


ctt 


tet 


get 


age 


133 


Tyr 


Asp 


Ala 


Val 


Ala 


Asn 


Ser 


Ala 


Ala 


Ser 


Gly 


Val 


Leu 


Ser 


Ala 


Ser 



134 165 170 175 



48 

96 

144 

192 

240 

288 

336 

384 

432 

480 

528 
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136 


ata 


aat 


tea 


ggc 


gtt 


cca 


tgc 


ata 


ttt 


ggt 


crta 


ctcr 


act 


tcrc 

3 ^ 


cracT 


gac 


576 


±o f 


X xc 




Ser Gly Val 


Pro 


Cys 


He 


Phe Gly 


Val 

V CIX 


T.aii 

XiC?U 


Thr 

X JIX 


V-» jr O 


v7 X Ul 






X V 








180 
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140 


atg 
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get 
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aat 
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gee 
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aat 


aag 


y y a 


624 


141 

A. A. 


Met 


Asp 


Gin 


Ala 
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Arg 
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Ala 


Glv 


Asn 


Lys 


Glv 

V»X Jf 










195 










200 










205 










1 44 


get 


gaa 


act 


get 


ttg 


aeg 


gcg 
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gaa 


atg 




t r*cr 
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u uy 


ttt 


y a.y 


cac 


672 


145 

xt «^ 


Ala 


Glu 


Thr 


Ala 


Leu 


Thr 


Ala 


Leu 


Glu 


Met 


Ala 


Ser 


Leu 


Phe 


Glu 


His 




X*t V 




210 










215 










220 












14ft 
X *t o 


cac 


ctg 


aaa 


tagctcggct cgttccat 


















699 


149 


His 
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225 


































1 R'^ 

X ^ J 


<210> SEQ ID NO: 


; 7 


























1 RA 
X 0^ 


<211> LENGTH: 227 


























1 RS 
X o ^ 


<212> TYPE: 


PRT 




























X DO 


<213> ORGANISM: 


Arabidopsis 


thaliana 
















1 RA 


<400> SEQUENCE: 


7 


























± D u 


Met 


Lys 


Ser 


Leu 


Aia 


Ser 


Pro 


Pro 


Cys 


Leu 


Arg 


Leu 


Tl ^ 

xxe 


Pro 


Tfir 


AX a 




1 fii 

X D X 


1 








5 










10 










1 R 

X ^ 






XD4 


His 


Arg 


Gin 


Leu 


Asn 


Ser 


Arg 


Gin 


Ser 


Ser 


Car* 

OCX 


ai a 

AXa 


Cys 


m 

Tyr 


Tl *a 
XXc 


tlXS 




X D ^ 








20 










25 


















X 0 o 


Gly 


Gly 


Ser 


Ser 


Val 


Asn 


Lys 


Ser 


Asn 


Asn 




OCX 


IT ilC 


OCX 


OCX 


OCX 




± O ^ 






35 










40 










4 S 










X / z 


Thr 


Ser 


Gly 


Phe 


Ala 


Ser 


Pro 


Leu 


Ala 


Val 


V9X U 


T.ve 
XI jr o 


V7X U 


T.aii 

XJCU. 


Axy 


OCX 




17"^ 

X / J 




50 










55 










60 












1 7fi 

X / D 


Ser 


Phe 


Val 


Gin 


Thr 


Ala 


Ala 


Val 


Arg 


His 


Val 


Thr 


Glv 


OCX 


JJC u 


He 




1 77 

X / / 


65 










70 










75 










80 




X O 1/ 


Arg 


Gly 


Glu 


Gly 


Leu 


Arg 
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Ala 


He 


Val 


Val 


Ala 


Axy 


Phe 
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Glu 




1 R1 

X O X 










85 
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95 
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X O ft 


Val 


Val 
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Glu 
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Glu 


X IIX 
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His 
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Ser 
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Val 
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Val 
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Glu 


Thr 


Ala 
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Thr 
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Glu 


Met 
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Ser 
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His 





213 210 215 220 

216 His Leu Lys 

217 225 

220 <210> SEQ ID NO: 8 

221 <211> LENGTH: 114 
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0 0 o 


<212> TYPE: 


PRT 




















o o ^ 


<213> ORGANISM: 


Arabidopsis 


thaliana 










O 1 c 


<400> SEQUENCE: 


Q 
O 


















0 0 7 
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Ser 
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Pro 
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TV TTf 
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He 
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9 R 
Z D 
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Gly 


Gly 
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Ser 


vax 


Asn 
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Ser Asn 
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Ser 


Ser 
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Z O D 






35 










4 u 




45 
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Ser 


Pro 


Leu Ala 
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Glu Lys Glu 
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Ser 


z 4 U 




50 










55 
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0 A 
Z 4 J 


Ser 
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Val 
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Thr 


Ala 


Ala 


Val Arg 
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Val Thr Gly Ser Leu 


T 1 o 

ixe 


9 A A 


65 










70 
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OKJ 
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Z*l / 


Arg 


Gly 


Glu 
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Leu 


Arg 


Phe 


Ala He 
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Val Ala Arg 
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fl"] 11 

V3XU 


Z4 o 










85 
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z o± 


Val 


Val 
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Glu Gly 
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He Glu Thr 
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Z DZ 
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9 RQ 
Z 


<210> SEQ ID NO 


: 9 


















0 n 
Z D u 


<211> LENGTH: 114 


















9 <^ 1 

zo± 


<212> TYPE: 


PRT 




















zDz 


<213> ORGANISM: 


Arabidopsis 


thaliana 










ZD4 


<400> SEQUENCE: 


9 


















o c c 

ZOD 


Val 


Arg 


Glu 


Glu 


Asp 


He 


Glu 


Val He 


Trp 


Val Pro Gly 


Ser 


Phe 


Glu 


ZD / 


1 








5 








10 






15 




J /O 


He 


Gly 


Val 


Val 


Ala 


Gin 


Asn 


Leu Gly Lys 


Ser Gly Lys 


Phe 


His 


Ala 


Z /I 








20 








25 






30 






0 7/ 

z / 4 


Val 


Leu 


Cys 


He 


Gly 


Ala 


Val 


He Arg Gly 


Asp Thr Thr 


His 


Tyr Asp 


07 
Z / O 






35 










40 




45 








07Q 

Z /o 


Ala 


Val 


Ala 


Asn 


Ser 


Ala 


Ala 


Ser Gly Val 


Leu Ser Ala 


Ser 


He 


Asn 


O 7 Q 

z / y 




50 










55 






60 








0 ft o 
zoz 


Ser 


Gly 


Val 
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He 


Phe 


Gly Val 


Leu 


Thr Cys Glu Asp Met Asp 


9Q Q 
ZO J 


65 










70 
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Gin 


Ala 


Leu 


Asn 
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Ala Gly Asn 


Lys 


Gly Ala 
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85 








90 






95 




9Qn 

Z3 u 


Glu 


Thr 
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Leu 


Thr 


Ala 
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Glu Met 
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Glu 


His 


His 


9Q1 
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110 






9Q A 
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z ^ o 


<210> SEQ ID NO; 


: 10 


















O Q O 


<211> LENGTH: 156 


















300 


<212> TYPE: 


PRT 




















301 


<213> ORGANISM: 


Escherichia 


coli 












303 


<400> SEQUENCE: 


10 


















305 


Met 


Asn 


He 


He 


Glu 


Ala 


Asn 


Val Ala 


Thr 


Pro Asp Ala Arg Val Ala 


306 


1 








5 








10 






15 




309 


He 


Thr 


He 


Ala 


Arg 
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Asn Phe 
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Asn Asp Ser 
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Leu 


Glu 


310 








20 








25 






30 






313 


Gly Ala 


He Asp Ala 


Leu Lys 


Arg He Gly 


Gin Val Lys 
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Glu 


Asn 


314 
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45 
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317 


lie Thr Val 
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55 
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60 
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Gly Ala Leu 
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Thr 


Gly 


Lys 
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Asp 
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Vai 


He 


Ala 


Leu Gly 


o o o 

322 


65 






/u 
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O '"i c 


Tnr vai I±e 


Arg 


Gly 


Gly 


Thr 
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nXS 


Fne 


V7IU 




vai 


Ala 
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QO 












O O ft 

329 


Ala Ser Asn 


Gly 


Leu 


Axa 


HIS 


vai 


Ala 




Asp 


Ser 


C7IU 


lie 


Pro Val 


Q O A 




100 










1 A C 

lUO 










IIU 




TOO 


Ala Phe Gly 


Val 


Leu 


Thr 


Thr 


Glu 


Ser 


Tl A 

j.xe 




(vin 


Axa 


lie 


Glu Arg 


334 


115 










120 
















111 


Ala Gly Thr 


Lys 


Ala 


Gly 


Asn 


Lys 


Gly 


Ala 


Glu 


Ala 


Ala 


Leu 


Tiir Aia 


*3 O O 

338 


130 








135 
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341 


Leu Glu Met 


He 


Asn 


Val 


Leu 


Lys 
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He 


Lys 
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342 


145 






150 










155 










34 5 


<210> SEQ ID NO 


: 11 






















346 


<211> LENGTH: 42 






















347 


<212> TYPE: 


PRT 
























348 


<213> ORGANISM: 


Bacillus subtilis 
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<400> SEQUENCE: 


11 
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Gly 
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<210> SEQ ID NO 


: 12 






















*i c c 
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<211> LENGTH: 112 






















o c c 


<212> TYPE: 


PRT 
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<213> ORGANISM: 


Bacillus subtilis 














'i r* 

369 


<400> SEQUENCE: 


12 






















371 


Val Asp Thr 
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Asp 


He 


Asp 


Val 


Ala 


Trp Val 


Pro Gly Ala 


Phe Glu 


O "7 n 

3 /2 


1 




5 










10 










15 


^ T C 

375 
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Ala 


Lys 


Lys 


Met 


Ala 


Glu 


Thr 
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Tyr 


Asp Ala 
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He He Thr 
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Thr 
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He 


Arg 
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Asn Thr 
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He Glu 
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